A yellow-pigmented actinobacterium, designated strain MSL-13 T , was isolated from a soil sample collected from Bigeum Island, Republic of Korea, and its taxonomic position was determined by using a polyphasic approach. Strain MSL-13 T showed phenotypic and chemotaxonomic properties consistent with its classification in the genus Leifsonia. 
Members of the genus Leifsonia are characterized by coryneform cell morphology, peptidoglycans based upon 2,4-diaminobutyric acid, MK-11 as the major menaquinone, phosphatidylglycerol and diphosphatidylglycerol as major phospholipids, a high content of anteiso-and isobranched saturated fatty acids and a DNA G+C content in the range 66-73 mol% (Evtushenko et al., 2000) . At the time of writing, the genus comprises nine recognized species. During an investigation of the microbial diversity of Bigeum Island, Republic of Korea, a novel strain, designated MSL-13 T , was isolated from soil. Genotypic and phenotypic data indicated that this strain represents a novel species of the genus Leifsonia.
Strain MSL-13
T was isolated from a soil sample by the dilution-plating technique on tenfold-diluted R2A medium (Reasoner & Geldreich, 1985; Difco) and was maintained as glycerol (20 %) stocks at 270 u C. Colony and cell morphology were determined by using phase-contrast microscopy. Cell morphology was studied with a scanning electron microscope (Philips SEM 515; JEOL) (see Supplementary Fig. S1 in IJSEM Online). Gram staining and the KOH test were performed as described by Moaledji (1986) . Growth at different temperatures, pH and NaCl concentrations was tested by growing the strain on basal R2A (tenfold-diluted) medium. Catalase production, oxidase activity (with N,N,N9,N9-tetramethyl-p-phenylenediamine dihydrochloride) and urea hydrolysis were determined as described by Cowan (1974) . Hydrolysis of casein, gelatin, Tween 80 and starch, H 2 S production, nitrate reduction and motility were assayed as described by Lányí (1987) . Utilization of various carbon sources and acid production from various sugars was tested as described by Smith et al. (1952) .
Standard procedures were used to determine cell-wall sugars (Staneck & Roberts, 1974) . Preparation of cell walls and determination of peptidoglycan structure were performed as described by Schleifer & Kandler (1972) , with the modification that TLC on cellulose sheets (Merck) was used instead of paper chromatography. Polar lipids and menaquinones were extracted and analysed according to Minnikin et al. (1984) and Kroppenstedt (1982) . For cellular fatty acid analysis, the novel strain was grown on R2A (tenfold-diluted) medium at 30 u C for 5-6 days and fatty acid methyl ester analysis was performed by using the Microbial Identification System (MIDI) as described by Sasser (1990) . The major fatty acids of strain MSL-13 T were iso-C 16 : 0 (43.4 %), anteiso-C 15 : 0 (19.7 %), anteiso-C 17 : 1 v9c (8.7 %), iso-C 14 : 0 (7.8 %), anteiso-C 17 : 0 (6.8 %), iso-C 15 : 0 (5.3 %) and iso-C 17 : 0 (2.1 %).
Biomass from growth in diluted R2A agar was scraped with NaCl (0.3 %) and centrifuged to remove the supernatant and subsequently lyophilized. Genomic DNA was extracted as described by Sambrook & Russell (2001) and used as a template for PCR amplification and sequencing following the procedure of Kim et al. (1998) . The phylogenetic position of strain T was determined by 16S rRNA gene sequence analysis. The resultant almost-complete 16S rRNA gene sequence (1483 nt) was manually aligned with corresponding sequences of representatives of the genus
The GenBank/EMBL/DDBJ accession number for the 16S rRNA gene sequence of strain T is EF466129.
Leifsonia, family Microbacteriaceae, retrieved from the GenBank and RDP databases, by using the pairwise alignment option. Phylogenetic trees were inferred by using the least-squares (Fitch & Margoliash, 1967) , maximum-parsimony (Kluge & Farris, 1969) and neighbour-joining (Saitou & Nei, 1987) tree-making algorithms from the PHYLIP suite of programs (Felsenstein, 1993) . The distance model of Jukes & Cantor (1969) T . Given the low levels of 16S rRNA gene sequence similarity to other Leifsonia species, DNA-DNA hybridization studies were not carried out between strain MSL-13 T and these organisms. In the phylogenetic dendrogram based on 16S rRNA gene sequences, the closest neighbour to strain MSL-13
T was Leifsonia ginsengi wged11 T (Fig. 1) . It is clear from phylogenetic analysis based on nearly complete 16S rRNA gene sequences that the new isolate belongs to the genus Leifsonia and represents a distinct phyletic line that can be equated to a separate genomic species (Stackebrandt & Goebel, 1994) .
T shared chemotaxonomic features with members of the genus Leifsonia: the cell-wall amino acid was diaminobutyric acid, major menaquinones were MK-12 and MK-11, predominant cellular fatty acids were isoand anteiso-branched components and the DNA G+C content was 73.4 mol%. However, it showed considerable phenotypic and genotypic differences from recognized species of the genus Leifsonia. Strain T is considered to represent a novel species of the genus Leifsonia, for which we propose the name Leifsonia kribbensis sp. nov.
Emended description of the genus Leifsonia Evtushenko et al. 2000
Leifsonia (Leif.so9ni.a. N.L. fem. n. Leifsonia named after Einar Leifson, who isolated and described the first organism of this genus).
The description is as given by Evtushenko et al. (2000) with the addition that members are catalase-negative.
Description of Leifsonia kribbensis sp. nov.
Leifsonia kribbensis (kri.bben9sis. N.L. fem. adj. kribbensis pertaining to KRIBB, an arbitrary adjective formed from the acronym of the Korea Research Institute of Bioscience and Biotechnology, where taxonomic studies on the type strain were performed).
Gram-positive, non-acid-fast and aerobic. Forms yellowcoloured, circular, small, glistening, opaque colonies with an entire margin on diluted R2A medium. Colonies are 0.6-1.8 mm in diameter. Cells are rods, 0.6-1.3 mm wide by 0.9-1.3 mm long, occurring singly or in pairs. Does not form endospores. Aerial mycelium is not observed. Catalase-and oxidase-negative. Tolerates up to 3.0 % NaCl and grows at temperatures between 20 and 37 u C, with optimum growth at 28 u C. Growth occurs between pH 6.0 and 11.0, with optimum growth at pH 8.0. Positive for decomposition of casein, starch, Tween 80 and tyrosine. Negative for degradation of cellulose, elastin, gelatin, pectin and xylan, growth in the presence of phenol (0.3 %) and reduction of nitrate. Acid is weakly produced from Lrhamnose and sucrose. Utilization of various carbon sources is detailed in Table 1 . The diagnostic cell-wall diamino acid is diaminobutyric acid. Cell-wall sugars are glucose, rhamnose, ribose and galactose. Phospholipids detected are diphosphatidylglycerol, phosphatidylglycerol and several unidentified lipids. Major fatty acids are iso-C 16 : 0 , anteiso-C 15 : 0 , anteiso-C 17 : 1 v9c, iso-C 14 : 0 , anteiso-C 17 : 0 , iso-C 15 : 0 and iso-C 17 : 0 . The major menaquinones are MK-12 and MK-11. The G+C content of the DNA of the type strain is 73.4 mol%.
The type strain, MSL-13 T (5KCTC 19267 T 5DSM 19272 T ), was isolated from soil on Bigeum Island, Republic of Korea. 
